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MXCuBE @ ESRF

Matthew W. Bowler

ESRF Structural Biology Group
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Resources

• 1 full time programmer (Marcus Oskarsson)

• 2 part time support (Matias and Antonia) 

MXCuBE is used by ~3000 people every year at the 
ESRF alone
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Automation

Sample Changer

MXCuBE DNA / EDNA

ISPyB
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MASSIF sample evaluation
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Direct Data collection for ultra 
HT screening In situ screening Dehydration screening

Workflow control of sample 
movement, screening, 

distribution and data collection

Complete characterisation of 
crystals

MASSIF sample evaluation
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Enhanced reality
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Diffraction cartography
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3D Diffraction Cartography
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3D Diffraction Cartography
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3D Diffraction Cartography
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3D Diffraction Cartography
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3D Diffraction Cartography
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3D Diffraction Cartography



Slide: 17
Matthew Bowler, MXCuBE meeting 2012

Diffraction cartography
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Diffraction cartography
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Diffraction cartography
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Connecting HTX With X‐ray data collection

Crystal position
Recording tool Mount Crystal
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In situ screening
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Ancillary techniques – HC1

Sanchez-Weatherby et al. 2010 Acta Cryst. D65, 1237-1246

http://go.esrf.eu/HC1b



Slide: 23
Matthew Bowler, MXCuBE meeting 2012

Ancillary techniques – HC1
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Ancillary techniques – HC1

http://go.esrf.eu/RH
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MXCuBE
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MXCuBE
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MXCuBE - relooking
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MXCuBE - relooking
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MXCuBE - relooking
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